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Species Gene Symbol Gene ID GenBank Accession Transcript
Human DACTI 51339 - NM_016651

About the gene

Official Symbol DACTI1

Previous Symbol -

Official Full Name | dishevelled binding antagonist of beta catenin 1

Synonyms DAPPER1; THYEX3; HDPR1; DAPPER; FRODO

Location 14g23.1

Gene Type protein_coding

Uniprot ID QINYFO0.2

Pathway/Library others

The protein encoded by this gene belongs to the dapper family, characterized by the presence of
PDZ-binding motif at the C-terminus. It interacts with, and positively regulates dishevelled-mediated
Gene Summary signaling pathways during development. Depletion of this mRNA from xenopus embryos resulted in loss
of notochord and head structures, and mice lacking this gene died shortly after birth from severe posterior
malformations. Alternatively spliced transcript variants have been found for this gene.
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 132/
0222 T - R 2 (100X) 100ml
D0508S/M i PR 2 4 4 R AR A U a0 25/100%
D7080S/M/L T7 Endonuclease I (CRISPR% 2 [ 5845 4 5 FH) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride ("M 2 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride ("M 2% %) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (PP 2% %) 250mg
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